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Mitochondrial phylogeography of the Dalmatian wall lizard, Podarcis melisellensis (Lacertidae).

Org. Divers. Evol. 4(4): 307-317.

Sequences of PCR and sequencing (S) primers. In the primer name, the number refers to the 3' end
when aligned with the Eumeces egregius mtDNA genome (Kumazawa and Nishida 1995), and H or

L to the heavy or light strand, respectively.

Primer Sequence Use Reference
12S rRNA
L-524 5  AAACTG GGATTAGATACCCCACTATYZ PCR Knight and Mindell (1993)
H-981 5 GTACACTTACCTTGT TACGACTT 3 PCR Knight and Mindell (1993)
L-775 5" ACG TCA GGT CAAGGT GTAGC 3’ S Titus and Frost (1996), modified
H-909 5" AGG GAT GAC GGG CGG TGT GT 3 S Kocher et al. (1989), modified
16S rRNA
L-1625 5" GTG GGC CTAAAAGCAGCCAC 3 PCR Reeder (1995)
H-2456 5" CCG GTC TGA ACT CAG ATCACG 3 PCR Heise et al. (1995)
L-1926 5" CGCCTGTTT ACC AAAAACAT ¥ S Knight and Mindell (1993)
cytochrome b
L-14132 5 ATT CAACTATTAAAACCT CTAATG 3 PCR this study
H-15425 5 GGT TTACAAGACCAGTGCTTT 3 PCR this study
H-15150 5" ATA ATA AAG GGG TGT TCT ACT GGT TGG CC 3’ S this study
H-14776 5" GGT GGAATGGGATTT TGT CTG 3’ S this study
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