Supplementary material 4_ddRAD tree based on reference mapping
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This ddRAD analysis is a Maximum likelihood tree based on assembly using reference mapping to the genome of Oreochromis niloticus (see Methods) and included ~140,000 characters (SNPs). Node support values (bootstrap) are shown as is the reconstructed biogeography (used in Fig. 32). Grey topology to the left of the tree shows conflicts of the nDNA topology with mtDNA topology (based on Fig. 3, Supplementary Material 2 and Concheiro Pérez et al., 2007). This ddRAD analysis is one of several based on different sets of parameters but with very similar topologies (the analyses will be presented elsewhere; Píálek et al., submitted). The consensus of these ddRAD analyses was used for the summary tree in Fig. 5 which additionally shows several more species that were not available for the ddRAD analyses. The phylogenetic position of these additional species is based on concatenated nDNA phylogeny of Říčan et al. (2013). 

